TRIM34 Antibody AssayGenie

PACO20355

Product Information

Size: Protein Background:
50ul Component of the post-replicative DNA mismatch repair system (MMR). Forms two
. different heterodimers: MutS alpha (MSH2-MSH®6 heterodimer) and MutS beta (MSH2-
Reactivity: MSH3 heterodimer) which binds to DNA mismatches thereby initiating DNA repair.
Human When bound, heterodimers bend the DNA helix and shields approximately 20 base
pairs. MutS alpha recognizes single base mismatches and dinucleotide insertion-
Source: deletion loops (IDL) in the DNA. MutS beta recognizes larger insertion-deletion loops
Rabbit up to 13 nucleotides long. After mismatch binding, MutS alpha or beta forms a ternary
complex with the MutL alpha heterodimer, which is thought to be responsible for
Isotype: directing the downstream MMR events, including strand discrimination, excision, and
resynthesis. ATP binding and hydrolysis play a pivotal role in mismatch repair functions.
196 Gene ID:
Applications: TRIM34
ELISA, IHC
Uniprot
Recommended dilutions: QoBYJ4
ELISA:1:1000-1:2000, IHC:1:25-1:100
Synonyms:

tripartite motif containing 34

Immunogen:

Synthetic peptide of human TRIM34.

Storage:

-20&deg; C, pH7.4 PBS, 0.05% NaN3, 40% Glycerol
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Product Images

The image on the left is immunohistochemistry of paraffin-embedded
Human esophagus cancer tissue using PACO20355(TRIM34 Antibody)
at dilution 1/35, on the right is treated with synthetic peptide. (Original
magnification: x—200).

The image on the left is immunohistochemistry of paraffin-embedded
Human liver cancer tissue using PACO20355(TRIM34 Antibody) at
dilution 1/35, on the right is treated with synthetic peptide. (Original
magnification: x—200).
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